Supplementary table 1. Percentages of CpG methylation in the three groups (normal-weight, overweight/obese and morbidly obese) measured
by Sequenom’s MassARRAY ®. Two regions of CLOCK gene were quantified (with the pairs of primers R1 and R2), whereas only one region of

BMAL1 and PER2 was analyzed. The data are the average percentage of cytosine methylation + SEM.

A. Percentages (%) of methylation in CLOCK gene as measured with the pair of primers R1.

ALOK1 PG 1 CLOK1 (PG 2 ALOCKL G 4 CLOOK1 G 5.6 OLOCK1 (pG 8 CLOOK1 G 9 CLOK1 (G 10

Control 1.1+0.2 4.3+0.4 5.540.7 12.4+0.7 8.7+0.8 0.640.1 0.640.2
Obese 1.880.5 4.3+0.5 5.840.7 16.2+0.8 11.840.9 0.840.1 0.740.2
Morbid 2.4+0.6 5.7+0.8 6.8+1.6 17.4+0.9 10.7+0.8 0.540.1 09104

B. Percentages (%) of methylation in CLOCK gene as measured with the pair of primers R2.

CLOCK3_pG 1.2 (LOCK3_(pG 4.5.6 CLOCK3 (PG 7 CLOOK3 (PG 8 CLOCK3 (PG 9 CLOCK3 (pG 10 CLOCK3 (pG 11.12.13.14 OLOCK3_(pG 15.16 CLOCK3_OpG 23 CLOCK3_ (G 24.25.26 CLOCK3_(pG 27.28 CLOCK3_OpG 29
Control 82.9+2.2 72.0+2.6 1.740.3 1.440.3 5.5+0.5 0.940.1 59.5+4.0 94.9+1.0 2.040.3 5. 7405 6.310.3 2.4+1.4
Obese 81.4+2.7 74.3+1.9 2.440.3 1.310.2 5.040.5 1.140.1 52.3£3.4 93.4+1.1 2.240.6 5.610.4 6.410.4 1.0:0.4
Morbid 71.242.4 72.312.3 2.240.3 1.440.1 6.3+0.7 1.240.1 49,5827 94.4+0.8 1.610.4 5.4+0.5 6.310.3 2.2+¢1.1



C. Percentages (%) of methylation in the different CpGs analyzed in PER2 gene.

PER23 G 1 PER23 G 2.3.4 PER23 G 5.6 PHR23 (PG 7 PER23 (pG 9 PER23 G 10.11 PER23 (G 12 PER23 G 13 PER23 (pG 22 PER23 (G 23 PER23 (G 24 PER23 G 25 PER23 (G 26 PER23 pG 27

Control 15+40.1 2.840.3 21.8+1.3 57+0.4 5.140.3 4.6+0.3 1.0:0.1 51+0.4 31.9+1.2 20.1+1.5 20.0£1.3 2.810.3 1.0:0.1 0.40.1
Obese 15:0.1 3.310.3 21.1+15 5.4+0.4 5.540.5 3.710.4 0.910.1 5.4+0.4 30.740.9 23.0£1.2 18.7+1.2 3.310.3 0.910.1 0.6+0.1
Morbid 13101 3.610.2 23.0£1.3 53104 5.140.6 43104 11401 53104 312412 21.4+16 19.0480.9 3.640.2 1.0:0.2 05:0.1

D. Percentages (%) of methylation in the different CpGs analyzed in BMAL1 gene.

BMAL1_(pG 1 BMAL1_(pG 2 BMAL1 (pG 3,4 BMAL1 (PG5 BMAL1 (pG 6,7 BMAL1 (pG 8 BMAL1 (pG 9 BMALL (G 10,11 BMAL1 (oG 12 BMAL1 OpG 13,14 BMAL1 QoG 15 BMAL1 QpG 16,17 BMAL1_ (pG 18 BMAL1 (pG 19
Control 2.540.1 0.1+0.0 4.240.2 1.440.2 5.4+0.3 1.240.2 1.840.3 1.840.2 14.540.7 2.340.2 1.240.2 5.5+0.3 3.8+1.3 4.810.4
Obese 2.780.1 0.710.4 4.3H0.4 1.6+0.2 7.080.7 2.0:0.4 1.3+0.2 2.1+0.5 14.1+0.6 2.1+0.1 2.0:0.4 7.4+0.7 2.810.9 6.1+0.8
Morbid 2.640.1 0.310.1 4.440.3 1.6410.1 57104 1.5+0.3 1.740.2 1.840.2 14.9+1.6 2.540.2 1.5+0.3 6.810.4 2.840.9 5.240.8



